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91.1% [68.7% - 99.9%] | 94.8% [73.9% - 99.9%] | 92.4% [75.3% - 100%] | 98.0% [89.9% - 100%]
Outside Nigeria 89.3% [75.1% - 100%] | 94.1% [83.8% - 100%] | 91.1% [80.9% - 100%] | 97.3% [93.5% - 100%]
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Central Africa 98.79% [97.14% - 100%] | 99.26% [98.59% - 100%]




